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3 <110> APPLICANT: Pharmacia and Upjohn 

5 <120> TITLE OF INVENTION: Crystallization and Structure Determination of 

6 Staphylococcus Aureus i-.'ad Synthetase 
8 <130> FILE REFERENCE: 2 6 8.6 315 0101 

C—> 10 <140> CURRENT APPLICATION NUMBER: US/09/772 , 598 
11 <141> CURRENT FILING DATE: 2001-01-30 

13 <150> PRIOR APPLICATION NUMBER: 60/179,261 

14 <151> PRIOR FILING DATE: 2000 - 01 - 31 
16 <160> NUMBER OF SEQ ID NOS : 2 
18 <170> SOFTWARE: Patentln Ver. 2.1 

20 <210> SEQ ID NO: 1 
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22 <212> TYPE: PRT 
2 3 <213> ORGANISM: S. aureus 
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